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AK011396 


234729 


D8Wsu151e 




unknown 






BC018363 


170755 


Sgk3 


cytoplasmic vesicle 


apoptosls 






AK015063 


75773 






unknown 


B 




NM_007591 


12317 


Calr 


endoplasmic reticulum lumenjexlr 


cell adhesion 




— 


NM.009106 


20166 


Rtkn 


Intre cellular; membrane 


signaling 




AK019915 


78271 






unknown 


| 




NWL011175 


19141 


Lgmn 


extracellular space;lysosome 


protein degradation 






AF062567 


206B7 


Sp3 


transcription factor complex 


transcription 






AL078630 








unknown 






AF083812 


17120 


Mad1l1 




unknown 






NM_009706 


11855 


ArhgapS 


membrane 


ctsk -signaling {GAP) 






NM_01580B 


50772 


Mapk6 


nucleosome 


signaling 






NM_007568 


12223 


Btn 


extracellular space; Integral to 


cell cycle 






Y12713 


27282 


Erv4 




virus 






NM_023598 


71371 


Desrt 


intracellular 


transcription 






NM_020257 


93675 


Dcl1 


Integral to plasma membrane 


cell adh 






NM.021457 


14362 


Fzdl 


Integral to membrane 


signaling (receptor) 






AF131865 


16561 


Klflb 


klnesln complex;mltochondrion 


ctsk 






AB0033O3 


20493 


SlclOal 


Integral to plasma membrane 


transport 






AK008083 


72041 






unknown 






AK002416 


68350 




Integral to membra no; lateral pla 


transport? 






NM_007878 


13491 


Drd4 


Integral to membrane 


signaling (receptor) 






AK009454 


268721 






unknown 
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Figure 60 



DIFFERENTIALLY EXPRESSED GENES (SELECTED) 





Gene 




Class-- ' ' .'«♦ v-r^Cv^-.;';^^ ~ : . 




NMJ307793 


Cstb 


\jjaiaLui jj 


protein degradation 


Midbrain 


NM_021489 


F12 


coagulation factor XII (Hageman factor) 


misc (secreted) 


Midbrain 


NM_0 19735 


Mmrpl9 


monocyte macrophage 19 


protein degradation ? • 


Midbrain 


NM_0 10798 


Mif 


macrophage migration inhibitory factor 


immune response 


Midbrain 


NM_009042 


Regl 


regenerating islet-derived 1 i 


growth factor (secreted) 


Hypothalamus 


NM_011904 


T112 


tolloid-like 2 


protein degradation (secreted) 


Hypothalamus 


AK02O3O0 


Cstll 


cystatin 1 1 


ecm 


Hypothalamus 


NM_008361 


Illb 


interleukin 1 beta 


immune response 


Hypothalamus 


NM_010198 


Fgfll 


fibroblast growth factor 1 1 


growth factor 


Cortex 


NM_011336 


Ccl27 


chemokine (C-C motif) ligand 27 


immune response (secreted) 


Cortex 


NMJ308382 


Inhbe 


inhibin beta E 


growth factor (secreted) 


Cortex 


NM_009136 


Scrgl 


scrapie responsive gene 1 


misc 


Cortex 


AK011747 


Mgml 


mahogunin, ring finger 1 


apoptosis 


Cortex 


NMJ)08344 


Igfbp6 


insulin-like growth factor binding protein 6 


growth factor 


Cortex 


AK004074 


D25 


interleukin 25 


growth factor 


Cortex 
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